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Species Gene Symbol Gene ID GenBank Accession Transcript
Human PYHIN1 149628 BC020822 NM_152501
About the gene

Official Symbol PYHIN1

Previous Symbol -

Official Full Name | pyrin and HIN domain family member 1

Synonyms IFIX; MGC23885
Location 1g23.1

Gene Type protein-coding gene

Uniprot ID Q6KO0P9

Pathway/Library Lung Cancer Growth Related Genes Library

The protein encoded by this gene belongs to the HIN-200 family of interferon-inducible proteins that
share a 200-amino acid signature motif at their C-termini. HIN200 proteins are primarily nuclear and are
involved in transcriptional regulation of genes important for cell cycle control, differentiation, and
Gene Summary apoptosis. Downregulation of this gene is associated with breast cancer. This protein acts as a tumor
suppressor by promoting ubiquitination and subsequent degradation of MDM2, which leads to
stabilization of pS3/TP53. Alternatively spliced transcript variants encoding different isoforms have been
described for this gene.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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